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UNIVERSITY JAPAN
Chromosome (GRCh38/hg38)
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What's New?

11/08/2025 Our new paper, "Whole-genome sequencing of
3,135 individuals representing the genetic diversity of the
Japanese population" has been published online in Journal of
Human Genetics. How to cite

10/21/2025 HGVD version 3.0 is released.
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